In the title molecule, C 13 H 16 N 4 O 2 , the fused triazolopyrimidine ring system is planar. In the crystal, inversion-related C-HÁ Á ÁO hydrogen bonds form dimers that are linked into chains extending along the a-axis direction by inversionrelated C-HÁ Á Á(ring) interactions.
Ethyl 2-(5-methyl-1,2,4-triazolo [1,5-a] 
Structure description
Among the various classes of nitrogen-containing heterocyclic compounds, triazolopyrimidine derivatives display a broad spectrum of biological activities, including antiinflammatory (Ashour et al., 2013) , anticancer (Hoffmann et al., 2017) and antibacterial properties (Mabkhot et al., 2016) . The present work is a continuation of the investigation of the triazolopyrimidine derivatives published by our team (El Otmani et al., 2002; Lahmidi et al., 2016) . The fused triazolopyrimidine ring system is planar to within 0.011 (1) Å (r.m.s. deviation = 0.001) while the pent-4-enoate unit is nearly orthogonal to this plane as indicated by the C3-C4-C7-H7 torsion angle of À6.5 (9) (Fig. 1 ). In the crystal, inversion-related C5-H5Á Á ÁO1 hydrogen bonds form dimers which are connected into chains running along the a-axis direction by inversion-related C10-H10BÁ Á ÁCg1 interactions, where Cg1 is the centroid of the C5/N2/C6/N4/N3 ring (Table 1 and Fig. 2 ).
Synthesis and crystallization
To a solution of ethyl 2-(5-methyl1,2,4-triazolo[1,5-a]pyrimidin-7-yl)acetate (1 g, 4.5 mmol) was added potassium hydroxide (0.3 g, 5.4 mmol) in acetone (20 ml). After data reports 10 min of stirring, allyl bromide (0.94 ml, 10 mmol) was added dropwise. Upon disappearance of the starting material as indicated by TLC, the resulting mixture was evaporated. The crude material was dissolved with EtOAc (50 ml), washed with water and brine, dried over MgSO 4 and the solvent was evaporated in vacuo. The resulting residue was purified by column chromatography (EtOAc/hexane 2:8). The title compound was recrystallized from ethanol at room temperature giving colourless crystals (yield: 55%; m.p. 350-352 K).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . The methyl group based on C1 is rotationally disordered over two sites in approximately equal amounts. 
Figure 2
A portion of one chain viewed along the c-axis direction. C-HÁ Á ÁO hydrogen bonds and C-HÁ Á Á(ring) interactions are shown, respectively, by black and green dashed lines. Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C5/N2/C6/N4/N3 ring. Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) Àx; Ày þ 1; Àz þ 1.
Figure 1
The title molecule with labelling scheme and 50% probability ellipsoids. For the sake of clarity, disorder of methyl group C1 is not shown.
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Special details
Experimental. The diffraction data were obtained from 3 sets of 400 frames, each of width 0.5 deg. in omega, colllected at phi = 0.00, 90.00 and 180.00 deg. and 2 sets of 800 frames, each of width 0.45 deg in phi, collected at omega = -30.00 and 210.00 deg. The scan time was 20 sec/frame.
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Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. The methyl group based on C1 is rotationally disordered over two sites in approximately equal amounts. The pertinent Hatoms were included as riding contributions with an AFIX 127 instruction. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

